Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.009 Å; R factor = 0.053; wR factor = 0.160; data-to-parameter ratio = 14.9.
Experimental
Crystal data [CuCl 2 (C 9 
Data collection
Siemens SMART CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.396, T max = 0.699 2903 measured reflections 2021 independent reflections 1549 reflections with I > 2(I) R int = 0.034 Refinement R[F 2 > 2(F 2 )] = 0.053 wR(F 2 ) = 0.160 S = 1.04 2021 reflections 136 parameters H-atom parameters constrained Á max = 0.91 e Å À3 Á min = À0.81 e Å À3 Table 1 Selected geometric parameters (Å , ). Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 2; (ii) Àx þ 1; Ày þ 2; Àz þ 2; (iii) Àx þ 2; Ày þ 2; Àz þ 1; (iv) Àx þ 1; Ày þ 1; Àz þ 1; (v) x À 1; y; z.
Data collection: SMART (Siemens, 1996) ; cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. The finding that metal complexes of these ligands are ubiquitous is a reflection of their facile synthesis, wide application and the accessibility of diverse structural modifications (Coles et al., 1998) . We report here the synthesis and crystal structure of the title complex, a new copper(II) complex, with a tridentate Schiff base ligand derived from the condensation of 2-acetylpyridine and diamine.
Structure Reports Online
The molecular structure of the title complex is shown in Fig.1 . The Cu II atom is five-coordinated. The basal plane for a tetragonal-pyramidal geometry is defined by the atoms N1, N2, N3 and Cl2, their mean deviation from this plane is 0.025 Å, and the Cu atom juts out of this plane by 0.2599 (2) Å. The axial position of the pyramid is occupied by atom Cl1. For this point of view, a geometry parameter τ, which is defined τ = (β -α)/60, applicable to five-coordinate structures within the structural continuum between trigonal bipyramidal and tetragonal or rectangular pyramidal. For a perfect tetragonal symmetry τ is zero, and for a perfect trigonal-bipyramidal geometry τ becomes 1.0 (Addison et al. 1984 ).
In the title compound, the largest angles within the four atoms N1, N2, N3, Cl2 are β = 164.66 (16)° for N2-Cu1-Cl2, and α = 158.54 (19)° for N1-Cu1-N3. Thus, τ is (164.66-158.54)/60 = 0.102, indicating a 90% rectangular pyramidal geometry. Selected geometric parameters are presented in Table 1 . As seen in Fig. 2 , the molecules are linked into chains by intermolecular N-H···Cl and C-H···Cl hydrogen bonds (Table 2) .
Experimental 2-acetylpyridine (10 mmol, 1205 mg) was added dropwise to a absolute ethanol (20 ml) of diamine (10 mmol, 611 mg). The mixture was heated under reflux with stirring for 3 h. An absolute ethanol solution (10 ml) of cupric chloride dihydrate (10 mmol, 1700 mg) was then added dropwise, and the mixture was stirred at room temperature for another 13 h. The solution was filtered off, the filterate was kept at room temperature for about three weeks, after which large green block-shaped crystals of the title complex suitable for X-ray diffraction analysis were obtained.
Refinement
All H-atoms were positioned geometrically and refined using a riding model, with C-H = 0.90-0.97 Å, and N-H (amino) 0.90 Å, with U iso (H) =1.2U eq (C). Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cu1 0.53050 (9) 0.78810 (8) 0.77470 (7 (7) C5-C6 1.363 (10) N1-C3 1.333 (7) C5-H5 0.9300 N2-C2 1.257 (7) C6-C7 1.372 (9) N2-C8 1.467 (7) C6-H6 0.9300 N3-C9 1.475 (7) C7-H7 0.9300 N3-H3A 0.9000 C8-C9 1.512 (9) 
